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LOCATION: (1) . . . (53) 

OTHER INFORMATION: TNF locus variant (T at position -1031) 
NAME/KEY: variation 
LOCATION: (23) ... (0) 
OTHER INFORMATION: T 
W--> 41 <400> 1 

42 agcaaaggag aagctgagaa gatgaaggaa aagtcagggt ctggaggggc ggg 53 

44 <210> SEQ ID NO: 2 

45 <211> LENGTH: 53 

46 <212> TYPE: DNA 

47 <213> ORGANISM: Homo sapiens 

49 <220> FEATURE: 

50 <221> NAME/KEY: variation 

51 <222> LOCATION: (1) . . . (53) 

52 <223> OTHER INFORMATION: TNF locus variant (C at position -1031) 

54 <221> NAME/KEY: variation 

55 <222> LOCATION: (23)... (0) 

56 <223> OTHER INFORMATION: C 
W--> 58 <400> 2 

.59 agcaaaggag aagctgagaa gacgaaggaa aagtcagggt ctggaggggc ggg 53 

61 <210> SEQ ID NO: 3 

62 <211> LENGTH: 48 

63 <212> TYPE: DNA 
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64 <213> ORGANISM: Homo sapiens 

66 <220> FEATURE: 

67 <221> NAME/KEY: variation 

68 <222> LOCATION: (1) . . . (48) 

69 <223> OTHER INFORMATION: LTA locus variant (C) 

71 <221> NAME/KEY: variation 

72 <222> LOCATION: (20) . . . (0) 

73 <223> OTHER INFORMATION: C 
W--> 75 <4Q0> 3 

76 gtgagcagca ggtttgaggc tgctgtgggc aagatgcatc ttggggtg 48 

78 <210> SEQ ID NO: 4 

79 <211> LENGTH: 48 

80 <212> TYPE: DNA 

81 <213> ORGANISM: Homo sapiens 

83 <220> FEATURE: 

84 <221> NAME/KEY: variation 

85 <222> LOCATION: (1) . . . (48) 

86 <223> OTHER INFORMATION: LTA locus variant (A; ASN60THR) 

88 <221> NAME/KEY: variation 

89 <222> LOCATION: (20) . . . (0) 

90 <223> OTHER INFORMATION: A 
W--> 92 <400> 4 

93 gtgagcagca ggtttgagga tgctgtgggc aagatgcatc ttggggtg 48 

95 <210> SEQ ID NO: 5 

96 <211> LENGTH: 50 

97 <212> TYPE: DNA 

98 <213> ORGANISM: Homo sapiens 

100 <220> FEATURE: 

101 <221> NAME/KEY: variation 

102 <222> LOCATION: (1) . . . (50) 

103 <223> OTHER INFORMATION: CCR2 locus variant (G) 

105 <221> NAME/KEY: variation 

106 <222> LOCATION: (10) . . . (0) 

107 <22 3> OTHER INFORMATION: G 
W--> 109 <400> 5 

110 atgctggtcg tcctcatctt aataaactgc aaaaagctga agtgcttgac 50 

112 <210> SEQ ID NO: 6 

113 <211> LENGTH: 50 

114 <212> TYPE: DNA 

115 <213> ORGANISM: Homo sapiens 

117 <220> FEATURE: 

118 <221> NAME/KEY: variation 

119 <222> LOCATION: (1) . . . (50) 

120 <223> OTHER INFORMATION: CCR2 locus variant (A; VAL64ILE) 

122 <221> NAME/KEY: variation 

123 <222> LOCATION: (10)... (0) 

124 <223> OTHER INFORMATION: A 
W--> 126 <400> 6 

127 atgctggtca tcctcatctt aataaactgc aaaaagctga agtgcttgac 50 
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202 <210> SEQ ID NO: 8 

203 <211> LENGTH: 233 

204 <212> TYPE: PRT 

205 <213> ORGANISM: Homo sapiens 



207 


<400> SEQUENCE: 


8 






















208 


Met 


Ser 


Thr 


Glu 


Ser 


Met 


He 


Arg 


Asp 


Val 


Glu 


Leu 


Ala 


Glu 


Glu Ala 


209 


1 








5 










10 










15 


210 


Leu 


Pro 


Lys 


Lys 


Thr 


Gly 


Gly 


Pro 


Gin Gly 


Ser Arg 


Arg 


Cys 


Leu Phe 


211 








20 










25 










30 




212 


Leu 


Ser 


Leu 


Phe 


Ser 


Phe 


Leu 


He 


Val 


Ala 


Gly Ala 


Thr 


Thr 


Leu Phe 


213 






35 










40 










45 






214 


Cys 


Leu 


Leu 


His 


Phe 


Gly 


Val 


He 


Gly Pro 


Gin Arg 


Glu 


Glu 


Phe Pro 


215 




50 










55 










60 








216 


Arg Asp 


Leu 


Ser 


Leu 


He 


Ser 


Pro 


Leu 


Ala 


Gin 


Ala 


Val 


Arg 


Ser Ser 


217 


65 










70 










75 








80 


218 


Ser Arg 


Thr 


Pro 


Ser 


Asp 


Lys 


Pro 


Val 


Ala 


His 


Val 


Val 


Ala 


Asn Pro 


219 










85 










90 










95 


220 


Gin 


Ala 


Glu 


Gly Gin 


Leu 


Gin 


Trp 


Leu 


Asn 


Arg Arg 


Ala 


Asn 


Ala Leu 


221 








100 










105 










110 




222 


Leu 


Ala 


Asn 


Gly Val 


Glu 


Leu 


Arg 


Asp Asn 


Gin 


Leu 


Val 


Val 


Pro Ser 


223 






115 










120 










125 






224 


Glu Gly 


Leu 


Tyr 


Leu 


He 


Tyr 


Ser 


Gin 


Val 


Leu 


Phe 


Lys Gly Gin Gly 


225 




130 










135 










140 








226 


Cys 


Pro 


Ser 


Thr 


His 


Val 


Leu 


Leu 


Thr 


His 


Thr 


He 


Ser Arg 


He Ala 


227 


145 










150 










155 








160 


228 


Val 


Ser 


Tyr 


Gin 


Thr 


Lys 


Val 


Asn 


Leu 


Leu 


Ser 


Ala 


He 


Lys 


Ser Pro 


229 








165 










170 










175 


230 


Cys 


Gin 


Arg 


Glu 


Thr 


Pro 


Glu 


Gly 


Ala 


Glu 


Ala 


Lys 


Pro Trp Tyr Glu 


231 






180 










185 










190 




232 


Pro 


He 


Tyr 


Leu Gly 


Gly 


Val 


Phe 


Gin 


Leu 


Glu 


Lys 


Gly Asp Arg Leu 


233 






195 










200 










205 






234 


Ser 


Ala 


Glu 


He 


Asn 


Arg 


Pro 


Asp 


Tyr 


Leu 


Asp 


Phe 


Ala Glu Ser Gly 


235 




210 










215 










220 








236 


Gin 


Val 


Tyr 


Phe Gly 


He 


He 


Ala 


Leu 














237 


225 










230 





















240 <210> SEQ ID NO: 9 

241 <211> LENGTH: 1793 

242 <212> TYPE: DNA 

243 <213> ORGANISM: Homo sapiens 

245 <220> FEATURE: 

246 <221> NAME/KEY: CDS 

247 <222> LOCATION: (74) . . . (1201) 

248 <223> OTHER INFORMATION: beta-actin expression (ACTB) mRNA coding region 
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